The nearly complete mitochondrial genome of a snout weevil, Eucryptorrhynchus brandti (Coleoptera: Curculionidae).
We report the nearly complete mitochondrial genome of a snout weevil, Eucryptorrhynchus brandti (Coleoptera: Curculionidae). The 16,919 bp long genome consists of 13 protein-coding genes, 2 ribosomal RNAs, 22 transfer RNAs and a partial control region. A phylogenetic tree has been built using the 13 protein-coding genes of 11 related species from Coleoptera. Our results would contribute to further study of phylogeny in Coleoptera.